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Abstract
Articular cartilage is optimised for bearing mechanical loads.
Chondrocytes are the only cells present in mature cartilage and
are responsible for the synthesis and integrity of the extracellular
matrix. Appropriate joint loads stimulate chondrocytes to
maintain healthy cartilage with a concrete protein composition
according to loading demands. In contrast, inappropriate loads
alter the composition of cartilage, leading to osteoarthritis (OA).
Matrix metalloproteinases (MMPs) are involved in degradation of
cartilage matrix components and have been implicated in OA,
but their role in loading response is unclear. With this study, we
aimed to elucidate the role of MMP-1 and MMP-3 in cartilage
composition in response to mechanical load and to analyse the
differences in aggrecan and type II collagen content in articular
cartilage from maximum- and minimum-weight-bearing regions
of human healthy and OA hips. In parallel, we analyse the
apoptosis of chondrocytes in maximal and minimal load areas.
Because human femoral heads are subjected to different loads
at defined sites, both areas were obtained from the same hip
and subsequently evaluated for differences in aggrecan, type II
collagen, MMP-1, and MMP-3 content (enzyme-linked
immunosorbent assay) and gene expression (real-time
polymerase chain reaction) and for chondrocyte apoptosis (flow
cytometry, bcl-2 Western blot, and mitochondrial membrane
potential analysis). The results showed that the load reduced the
MMP-1 and MMP-3 synthesis (p < 0.05) in healthy but not in OA
cartilage. No significant differences between pressure areas
were found for aggrecan and type II collagen gene expression
levels. However, a trend toward significance, in the aggrecan/
collagen II ratio, was found for healthy hips (p = 0.057) upon
comparison of pressure areas (loaded areas > non-loaded
areas). Moreover, compared with normal cartilage, OA cartilage
showed a 10- to 20-fold lower ratio of aggrecan to type II
collagen, suggesting that the balance between the major
structural proteins is crucial to the integrity and function of the
tissue. Alternatively, no differences in apoptosis levels between
loading areas were found – evidence that mechanical load
regulates cartilage matrix composition but does not affect
chondrocyte viability. The results suggest that MMPs play a key
role in regulating the balance of structural proteins of the
articular cartilage matrix according to local mechanical
demands.
Introduction
Articular cartilage is a tissue optimised for bearing mechanical
loads. Chondrocytes are the only cells present in mature car-
tilage and they are responsible for the synthesis and integrity
of the extracellular matrix (ECM) [1,2]. The matrix of hyaline
articular cartilage is composed mainly of proteoglycans (PGs)
and type II collagen. The PGs provide elasticity to the tissue,
whereas the collagen fibrils form a network that confers tensile
strength. Changes in these structural components can affect
the mechanical stability of the tissue and chondrocyte survival
ECM = extracellular matrix; ELISA = enzyme-linked immunosorbent assay; FAC = flow cytometry; IP = inferior pole; MMP = matrix metalloproteinase; 
OA = osteoarthritis; OF = osteoporotic fracture; PBS = phosphate-buffered saline; PCR = polymerase chain reaction; PG = proteoglycan; PI = pro-
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[3], which consequently may fail to support mechanical loads.
The final phase of osteoarthritis (OA) seems to reflect a failure
of the reparative process, resulting in degradation of the
matrix, cell death, and total loss of cartilage integrity.
Matrix metalloproteinases (MMPs) are involved in the degrada-
tion of the components of the cartilage matrix. Among MMPs,
collagenase-1 (MMP-1) cleaves a variety of collagens such as
collagen I, II, III, VII, and X, and stromelysin-1 (MMP-3) cleaves
a variety of ECM components, including certain PGs, colla-
gens, and procollagens [4]. In addition to its proteolytic activ-
ity, MMP-3 can activate itself and other MMPs [5] such as
MMP-1. MMP-1 and MMP-3 have been implicated in OA [6-
9]. Among the earliest changes to cartilage in OA is a loss of
PGs, primarily due to proteolytic cleavage of the aggrecan
core by MMPs and aggrecanases [10,11]. The breakdown of
type II collagen appears at late stages of OA after PG deple-
tion and increases significantly with the severity of the disease
[12,13].
Apoptosis, or programmed cell death, differs from necrosis.
Apoptosis is involved in the maintenance of homeostasis in
adult and embryonic tissue [14]. However, chondrocyte apop-
tosis has been related to the development of OA [15,16].
Chondrocyte death has a significant role in the development
of OA and in the repair of the ECM [17]. A direct relationship
between the severity of OA and the frequency of apoptotic
chondrocyte death has been observed [18].
The mechanical loading generated during daily activity is a fun-
damental stimulus for the activity of chondrocytes. Articular
cartilage responds to increased mechanical demands by
changing the composition of its organic matrix [19-24].
Although mechanical load is a known regulatory factor of car-
tilage metabolism, the role of proteolytic enzymes in the integ-
rity of matrix maintenance is unclear. Loading effects on
cartilage have been widely studied in vitro [19-23,25-29].
Although these studies have allowed monitoring of cellular
response under closely controlled loading conditions, they
have generated inconsistent results due to experimental varia-
tion, namely in the tissue evaluated (that is, anatomical location
of tissue harvest, species, and age) and test conditions used
(for example, loading pressure, time, and frequency and the
mechanism used to apply pressure). In vivo research, per-
formed primarily with animals, has also led to controversial
results due to physiological differences between the species
studied [24,30-35]. Furthermore, the results obtained from
animals cannot always be extrapolated to humans. Bjelle [36]
has analysed the mechanical response of human knees and
found an increase in glycosaminoglycan production in load-
bearing areas. On the other hand, there are no human in vivo
studies relating, in the hip joint, the grade of apoptosis with the
biomechanical loads.
With this study, we aimed to elucidate the role of MMP-1 and
MMP-3 in cartilage composition and to analyse the apoptosis
of chondrocytes in response to mechanical load in articular
cartilage obtained from maximum- and minimum-weight-bear-
ing regions of human femoral heads. The results suggest that
MMPs play a key role in regulating the balance of structural
proteins of the articular cartilage matrix according to local
mechanical demands. Moreover, no differences in apoptosis
levels were found for femur poles, suggesting that mechanical
load regulates cartilage matrix composition but does not affect
chondrocyte viability.
Materials and methods
Obtaining articular cartilage
Human articular cartilage was obtained from hip joints after hip
replacement under institutional review. All subjects provided
written informed consent before being included in the study.
Osteoarthritic specimens were collected from patients with
primary symptomatic OA diagnosed by American College of
Rheumatology criteria [37], and normal cartilage samples
were collected from patients with osteoporotic fracture (OF)
with no history of joint disease and with macroscopically nor-
mal cartilage. Patients with inflammatory pathology, crystal
deposition diseases, osteonecrosis, hip dysplasia or malalign-
ment, or senile ankylosing vertebral hyperostosis (Forestier's
disease), as well as patients receiving corticoids or SYSA-
DOA (slow-acting drugs that can modify the symptoms of
OA), were excluded. A total of 17 OA and 14 OF femoral
heads were used to analyse the ECM proteins (Table 1), and
a different joint set of 19 OA and 14 OF femoral heads was
employed to carry out experiments focused on apoptosis
(Table 2).
General procedure
The cartilage was dissected from subchondral bone and sep-
arated into zones of maximum and minimum mechanical load
according to the topographic division of Li and Aspden [38].
Cartilage samples from high loaded areas were named supe-
rior pole (SP) and those from low loaded areas were named
inferior pole (IP). The laminate tissue was cryopreserved at -
80°C until use for protein analysis. The cartilage used for RNA
quantification was diced and incubated with RNAlater (Qia-
gen Inc., Valencia, CA, USA) overnight at 4°C prior to storage
Table 1
Demographic data of cartilage donors
Osteoporotic fracture Osteoarthritis
n Mean age ± 
SD (years)
n Mean age ± 
SD (years)
Women 11 77.8 ± 2.49 7 69.6 ± 8.87
Men 3 84 ± 2.31 10 64.6 ± 8.6
Samples used for protein matrix analysis. Gender and mean age ± 
SD of patients with osteoarthritis and healthy subjects included in 
this study. SD, standard deviation.Available online http://arthritis-research.com/content/8/5/R149
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at -80°C. Femoral heads lacking sufficient cartilage to perform
RNA and protein quantification were discarded. Cartilage was
digested to isolate chondrocytes. Recently isolated chondro-
cytes (non-culture chondrocytes) were used to quantify apop-
tosis and mitochondrial depolarisation.
Extraction and quantification of cartilage matrix proteins
The procedure was performed according to a previous study
[39] with some modifications. Briefly, cartilage samples were
suspended in an appropriate volume of cold extraction buffer
(0.05 M Tris-HCl [pH 7.5], 0.1% CHAPS (3- [(3-cholamido-
propyl)dimethylammonio]propanesulfonate), and Complete
EDTA (ethylenediaminetetraacetic acid)-free protease inhibi-
tor cocktail [Roche Diagnostics, Basel, Switzerland]) to obtain
10% (wt/vol) total cartilage homogenate. Samples were
homogenised using a T8 Ultra-Turrax homogeniser (IKA
Works, Inc., Wilmington, NC, USA). A 200-µl volume of
homogenate was then mixed with 100 µl of 8 M guanidine
hydrochloride, and 500 µl of 0.05 M Tris-HCl (pH 7.5) was
added to the mixture. The solution was incubated overnight at
4°C with constant stirring before centrifugation at 10,000 g for
5 minutes at 4°C. The supernatant, containing the soluble frac-
tion of cartilage matrix (PGs and MMPs), was carefully
removed, aliquotted into separate tubes, and stored at -80°C
until use. The pellet, which contained the collagen fibers, was
washed extensively with cold distilled water and dissolved for
native type II collagen detection according to the manufac-
turer's protocol (Chondrex, Inc., Redmond, WA, USA, distrib-
uted by MD Biosciences, Zürich, Switzerland). The
supernatant aliquots were used to determine the concentra-
tions of aggrecan (PG EASIA; BioSource Europe S.A., now
part of Invitrogen Corporation, Carlsbad, CA, USA), MMP-1
and MMP-3 (Biotrak ELISA System; Amersham Biosciences,
now part of GE Healthcare, Little Chalfont, Buckinghamshire,
UK) by enzyme-linked immunosorbent assay (ELISA) accord-
ing to the manufacturer instructions, and total soluble protein
via Bradford's method [40]. This last value was used to nor-
malise the respective ELISA data for comparing the samples.
Total RNA isolation and gene expression quantification 
of cartilage matrix proteins
Cartilage samples (50 mg) were suspended in 1 ml of Tri Rea-
gent (Molecular Research Center, Inc., Cincinnati, OH, USA)
and homogenised using a T8 Ultra-Turrax homogeniser (IKA
Works, Inc.) and, finally, the RNA was extracted according to
Tri Reagent manufacturer instructions. Total RNA was quanti-
fied at 260 nm, and 150 ng was used to synthesise the DNA
complementary strain according to the protocol of TaqMan®
Reverse Transcription Reagents (Applied Biosystems, Foster
City, CA, USA). The product was diluted by half with RNAse-
free pure water, and 1 µl of the resultant solution was used to
determine gene expression (aggrecan [AGC1], (type II colla-
gen [COL2A1], and MMP-1 and MMP-3) using quantitative
real-time polymerase chain reaction (PCR). Briefly, real-time
PCR was conducted in a volume of 20 µl containing gene-
specific Assay on Demand primers and TaqMan-MGB probe
and 10 µl TaqMan Universal PCR MasterMix 2X (Applied Bio-
systems) in the following sequence: 2 minutes at 50°C, fol-
lowed by 50 cycles at 95°C for 15 seconds, and then at 60°C
for 60 seconds in 384-well plates with the ABI PRISM 7900
HT Detection System (Applied Biosystems). Results were
analysed using the SDS software version 2.1 (Applied Biosys-
tems), and expression levels were calculated versus 18S
expression (relative expression) using arbitrary units. All real-
time PCRs for each sample were performed in triplicate. Real-
time PCR for 18S was carried out under the same conditions,
using an 18S endogenous control Assay on Demand (Applied
Biosystems).
Chondrocyte viability analysis
The cartilage surfaces were rinsed with saline and sliced full
thickness, excluding the mineralised cartilage and the
subchondral bone. To isolate the cells, the cartilage surfaces
were rinsed with saline and the tissue was incubated at 37°C
with trypsin for 10 minutes. After the trypsin solution was
removed, the cartilage slices were treated with type IV colla-
genase (2 mg/ml) (Sigma-Aldrich, St. Louis, MO, USA) for 12
to 16 hours. Human chondrocytes were recovered, cell
viability was assessed by tryplan blue dye exclusion, and
chondrocytes were employed to quantify apoptosis and mito-
chondrial depolarisation.
DNA labeling technique for flow cytometric analysis
Cells were fixed in 70% ethanol at 4°C for 60 minutes, washed
with water, incubated with RNAse (50 µg/ml) and propidium
iodide (PI) (100 µg/ml) for 15 minutes at room temperature in
the dark, and then stored at 4°C. PI fluorescence of nuclei was
measured by flow cytometry (FAC) on a FACScan (Becton
Dickinson, Mountain View, CA, USA) using a 560-nm dichro-
matic mirror and a 600-nm band-pass filter. Data are
expressed as percentage apoptotic (hypodiploid) nuclei in
total cell population.
Determination of mitochondrial membrane potential
The fluorescent probe JC-1 (5, 5', 6, 6'-tetrachloro-1, 1', 3, 3'-
tetraethylbenzimidazole carbocyanide iodide) was used to
measure the mitochondrial membrane potential (∆ψm) of
chondrocytes. JC-1 exists as a monomer at low values of ∆ψm
(green fluorescence) but forms aggregates at high ∆ψm (red
fluorescence). Thus, for mitochondria with normal ∆ψm, JC-1
forms aggregates (red fluorescence), whereas with de-ener-
gised or depolarised ∆ψm, JC-1 remains a monomer (green
fluorescence).
Chondrocytes (5 × 105) were washed in phosphate-buffered
saline (PBS) (pH 7.4) and incubated with 10 µg/ml JC-1 at
37°C for 15 minutes. Cells were pelleted at 200 g for 5 min-
utes, washed in PBS, and then analysed by FAC using a FAC-
Scan and Cell-Quest software (Becton Dickinson). The
analyser threshold was adjusted on the forward scatter chan-Arthritis Research & Therapy    Vol 8 No 5    Monfort et al.
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nel to exclude the majority of subcellular debris. Photomulti-
plier settings were adjusted to detect JC-1 monomer
fluorescence signals on the FL1 detector (green fluorescence,
centered at approximately 390 nm) and JC-1 aggregate fluo-
rescence signals on the FL2 detector (red fluorescence, cen-
tered at approximately 340 nm). The data were analysed with
Paint-a-Gate Pro software (Becton Dickinson). Mean fluores-
cence intensity values for FL1 and FL2, expressed as relative
linear fluorescence channels (arbitrary units scaled from chan-
nels 0 to 10,000), were obtained for all experiments. In each
experiment, at least 20,000 events were analysed. The relative
aggregate/monomer (red/green) fluorescence intensity values
and percentage depolarisation were used for data
presentation.
Western blot
Cells were washed in ice-cold PBS (pH 7.5) and lysed in 0.2
M Tris-HCl (pH 6.8) containing 2% SDS, 20% glycerol, 1 µg/
ml cocktail inhibitor (Sigma-Aldrich), and 1 mM PMSF (phenyl
methyl sulfonyl fluoride) (Sigma-Aldrich). Whole-cell lysates
were boiled for 5 minutes, and protein concentrations were
determined using a BCA (bicinchoninic acid) reagent assay
(Pierce Biotechnology, Inc., Rockford, IL, USA). The protein
extracts (30 µg) were resolved on 12.5% SDS-polyacrylamide
gels and transferred to polyvinylidene difluoride membranes
(Immobilon P; Millipore, Billerica, MA, USA). Membranes were
first blocked in Tris buffered saline (pH 7.4) containing 0.1%
Tween-20 and 5% non-fat dried milk for 60 minutes at room
temperature and then incubated overnight with anti-bcl-2
(mouse anti-human bcl-2; R&D Systems Europe Ltd, Abing-
don, Oxfordshire, UK) at 4°C. After washing, the membranes
were incubated with peroxidase-conjugated secondary anti-
bodies and developed using an ECL chemiluminescence kit
(GE Healthcare). To ensure that equal amounts of total pro-
teins were charged, we also hybridised each membrane with
anti-tubuline (Sigma-Aldrich).
Data analysis
Data was analysed with SSPS 10.0 software (SPSS Inc., Chi-
cago, IL, USA). The ratio of aggrecan to type II collagen was
calculated from ELISA data. Both sets of data were obtained
from the same protein extraction tube: the PG was located in
the supernatant, whereas the type II collagen was located in
the pellet. MMP-1 and MMP-3 data obtained from ELISAs
were normalised using data from total soluble protein quantifi-
cation after PG extraction. Thus, the ELISA values were not
representative of the protein concentration in the tissue. The
results were expressed as a percentage of total protein con-
tent. Real-time PCR results were normalised using the endog-
enous control 18S and the same sample was used for relative
quantification. Apoptosis results were expressed as mean ±
standard deviation. Individual donors were studied in triplicate;
cells from different donors were not pooled in any experiment.
To examine the statistical significance of differences between
cartilage areas (that is, SP versus IP), pair-wise comparisons
between poles from the same sample were assessed using
the Wilcoxon paired-sample test. The test was used to reduce
the variance due to the high inter-individual variability. Differ-
ences between OA and OF cartilages were evaluated using
the Mann-Whitney U test. P values less than 0.05 were con-
sidered significant.
Results
Effect of load on matrix cartilage
Because data from ELISA and from real-time PCR did not fol-
low a normal distribution, according to the K-S test (p < 0.05),
and the variances were not homogeneous, according to the
Levene test (p < 0.05), non-parametric tests were used. The
Wilcoxon signed rank test was used to compare related
samples obtained from the same joint (SP versus IP), whereas
the Mann-Whitney U test was used to analyse independent
samples of observations (OF or OA femoral heads). Both sta-
tistic tests are recommended for small samples. These tests
analyse the median difference (Figures 1, 2, 3, 4, 5, 6, 7) in
paired data (OA versus OF or SP versus IP).
The first set of experiments was centred to analyse variations
in mRNA levels between poles via real-time PCR. The results,
in healthy cartilage, showed that the load reduced the mRNA
levels of MMP-3 (Figure 1a), whereas no differences were
found in MMP-1 gene expression (Figure 1b). No significant
differences between pressure areas were found in aggrecan
(Figure 1c) or type II collagen gene expression levels (Figure
1d). However, COL2A1 showed increased mRNA levels in the
weight-bearing areas (mean ± standard error [SE]: SP =
2378.55 ± 1562.23; IP = 83.3 ± 31.36). When areas from
OA cartilage were analysed, no differences between poles
were found for MMP-1 or MMP-3 (data not shown).
The next set of experiments was carried out to analyse the
effect of loading on the levels of MMP-1 and MMP-3 protein
synthesis. Because the ELISA kit used to detect MMP screens
the total MMP content (that is, free MMP, proMMP, and MMP/
TIMP [tissue inhibitor metalloproteinase] complexes), we
could not discriminate between active and inactive forms of
MMP. MMP-1 quantification revealed that the load reduced
Table 2
Demographic data of cartilage donors
Osteoporotic fracture Osteoarthritis
n Mean age ± 
SD (years)
n Mean age ± 
SD (years)
Women 13 78.1 ± 3 15 68.8 ± 8
Men 1 81 4 73.5 ± 6
Samples used for apoptotic studies. Gender and mean age ± SD of 
patients with osteoarthritis and healthy subjects included in this 
study. SD, standard deviation.Available online http://arthritis-research.com/content/8/5/R149
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the protein level (p < 0.05) (Figure 2a). In the case of MMP-3,
no significant differences were found, although a subtle
increase in MMP-3 protein levels was observed at the inferior
(non-weight-bearing) pole (Figure 2b). The MMP-3 protein
results were in concert with the results observed for mRNA
assessment (Figure 1a). When areas from OA cartilage were
analysed, no differences between poles were found for MMP-
1 or MMP-3 (Figures 3a and 3b, respectively). In all cases, the
quantity of MMP-1 in the matrix was inferior to that of MMP-3
(Figures 2 and 3).
To evaluate the balance between the major matrix proteins in
normal and in pathologic cartilage, the ratio of aggrecan to
type II collagen was determined by ELISA. This ratio allows
normalisation of data and elimination of variability due to carti-
lage quality, cartilage wet weight, and experimental variation.
Significant differences (p < 0.001) were found when OA and
OF cartilages were compared (Figure 4). These differences
were found for both poles. Compared with normal cartilage,
OA cartilage showed 10- to 20-fold less aggrecan with
respect to type II collagen. This variation reflected an imbal-
ance of the proteins in human OA cartilage. No significant dif-
ferences between weight-bearing areas were found for OF or
OA cartilage (Figure 4). However, a trend was found for OF
hips (p = 0.057), using the signal test: IP was observed at a
lower ratio than SP (approximately equal to three folds), and
the proportion was maintained independently of cartilage
condition.
Figure 1
Gene expression of MMPs, aggrecan, and type II collagen Gene expression of MMPs, aggrecan, and type II collagen. Quantification of gene expression of (a) MMP-3, (b) MMP-1, (c) aggrecan, and (d) type 
II collagen in chondrocytes from normal human femoral heads using real-time polymerase chain reaction. 18S rRNA was used as endogenous con-
trol, and the results are relative to a certain sample pertaining to the experiment. Separated maximum (SP) and minimum (IP) mechanical load areas 
were obtained from each femoral head. The horizontal bar shows the median, the box is the interquartile range, and the vertical lines show the atypi-
cal values. The Wilcoxon signed rank test was used to compare areas within the same joint. *Significant differences between poles, in MMP-3 val-
ues, were found, p < 0.05. No significant differences were found in MMP-1, aggrecan, and type II collagen gene expression. IP, inferior pole; MMP, 
matrix metalloproteinase; n, number of femoral heads used in the experiment; SP, superior pole.Arthritis Research & Therapy    Vol 8 No 5    Monfort et al.
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Effect of load on chondrocytes
Normal cells had diploid DNA, whereas apoptotic cells con-
tained low-molecular weight DNA. FAC results obtained from
six samples of OA chondrocytes showed a mean percentage
of apoptotic cells ± SE of 30.92% ± 4.12% in maximum-
weight-bearing regions and 51.4% ± 5.23% in minimum-
weight-bearing regions. FAC results from three samples of OF
chondrocytes showed a mean percentage of apoptotic cells ±
SE of 11.7% ± 3.5% in SP and 10.1% ± 3.9% in IP (Figure
5). No differences were found between areas under either set
of cartilage conditions. However, significant differences were
found between OA and OF cartilage (p < 0.05).
Because mitochondria play an important role in programmed
cell death, we analysed ∆ψm values for the loading and non-
loading zones of both chondrocyte populations. The same
ratio of red/green fluorescence was observed for both groups
(1.2 ± 0.3 versus 1.3 ± 0.8) of OA chondrocytes. Moreover,
no difference in the percentage of chondrocyte depolarisation
was found (load: 13.85 ± 6.92 versus no load: 16.92 ± 7.47).
In OF chondrocytes, the ratios of red/green fluorescence were
3.3 ± 1 (load) and 3.1 ± 0.9 (no load), and the percentages of
depolarisation were 5.7 ± 1.9 and 6.3 ± 2.1, respectively (Fig-
ure 6). No significant differences between the areas were
found. However, significant differences (p < 0.05) were found
between OA and OF chondrocytes. Lastly, synthesis of bcl-2
protein was higher in OA chondrocytes than in normal cells.
However, a similar synthesis of bcl-2 was found in loading and
non-loading zones (Figure 7a,b).
Discussion
Under physiological loading conditions, the cartilage matrix
suffers compressive, tensional, and shear stress. Appropriate
joint loads maintain healthy cartilage with a specific protein
composition according to loading demands [32,35]. In con-
trast, inappropriate loads alter the compositional properties of
cartilage, leading to OA [22]. OA is the most common joint
disease in humans and is characterised by a progressive loss
of articular cartilage in joints. In OA, there is a disruption of the
delicate balance between degradation and synthesis of the
cartilage ECM which is maintained by chondrocytes. Although
the loading effect on OA physiopathology is well known, the
mechanisms by which loads affect matrix composition and cell
death are unclear. This study was designed to clarify the in
vivo behaviour of human articular cartilage from femoral heads
in response to load. Given that human femoral heads are sub-
jected to different loads in vivo at defined sites (the SP is the
most highly loaded, whereas the IP is the least loaded [38]),
we decided to obtain both areas from the same hip and sub-
sequently to evaluate them for differences in gene expression,
protein content, and apoptosis. The use of human samples, as
opposed to animal samples, provides information that is more
relevant to real human articular cartilage and its physiopathol-
Figure 2
Quantification of MMP-1 and MMP-3 by ELISA in OF cartilage Quantification of MMP-1 and MMP-3 by ELISA in OF cartilage. Quanti-
fication of (a) MMP-1 and (b) MMP-3 in articular cartilage from normal 
human femoral heads using ELISA. Values were normalised to total sol-
uble protein, which was obtained after proteoglycan extraction and was 
quantified by Bradford method. Separated maximum (SP) and minimum 
(IP) mechanical load areas were obtained from each femoral head. The 
horizontal bar indicates the median, the box is the interquartile range, 
and the vertical lines indicate the atypical values. Median values were 
expressed as percentages. The Wilcoxon signed rank test was used to 
compare areas within the same joint. *Significant differences in MMP-1 
values between areas were found (p < 0.05). No significant differences 
were found in MMP-3 values. ELISA, enzyme-linked immunosorbent 
assay; IP, inferior pole; MMP, matrix metalloproteinase; n, number of 
femoral heads used in the experiment; OF, osteoporotic fracture; SP, 
superior pole.
Figure 3
Quantification of MMP-1 (a) and MMP-3 (b) by ELISA in OA cartilage Quantification of MMP-1 (a) and MMP-3 (b) by ELISA in OA cartilage. 
Quantification of MMP-1 and MMP-3 in articular cartilage from OA 
human femoral heads using ELISA. Values were normalised to total sol-
uble protein, and medians were expressed as percentages. Separated 
maximum (SP) and minimum (IP) mechanical load areas were obtained 
from each femoral head. The horizontal bar indicates the median, the 
box is the interquartile range, and the vertical lines indicate the atypical 
values. The Wilcoxon signed rank test was used to compare areas 
within the same joint. No significant differences between areas were 
found. ELISA, enzyme-linked immunosorbent assay; IP, inferior pole; 
MMP, matrix metalloproteinase; n, number of femoral heads used in the 
experiment; OA, osteoarthritis; SP, superior pole.Available online http://arthritis-research.com/content/8/5/R149
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ogy. On the other hand, studies with human samples can also
suffer from wide variability caused by uncontrolled environ-
mental factors. In the present study, samples of both poles
were collected from the same hip to minimise inter-individual
variability during data comparison.
Several in vitro and in vivo studies have supported the view
that load response is governed by proteases [30,41,42]. Sun
et al. [42] examined the effects of loading on fibroblast-like
synoviocyte cells, focusing on the expression and activity of
MMP-1 and MMP-13. The results showed that the cyclic strain
reduced the mRNA and protein levels of MMP-1 and MMP-13.
Moreover, decreased MMP-2 levels were found in human OA
chondrocytes in vitro under intermittent hydrostatic pressure
[43]. Furthermore, proteinase inhibition has been observed in
vivo  in animal models when cyclic mechanical loads were
used [30]. Our results using human cartilage in vivo demon-
strated that load reduced the protein and mRNA expressions
of MMP-1 and MMP-3, respectively (Figures 1 and 2). This
finding is consistent with the aforementioned studies. Moreo-
ver, MMP-1 levels were much lower than those of MMP-3, con-
firming the results of the previous report [44]. This work shows
the important role of MMPs in loading response in vivo. On the
other hand, no differences were found between pressure
areas in OA cartilage when MMPs were quantified (data not
shown). This result suggested that OA cartilage might suffer
from a loss of regulation of MMP synthesis, for which we have
conceived three hypotheses. In the first scenario, OA cartilage
has lower cellularity and consequently a lower response
capacity. Another possibility is that OA chondrocytes may be
less sensitive to loading response. Lastly, other inflammatory
factors may act on chondrocytes mainly as stimuli hiding the
load effect. This loss of regulation could be involved in the
development of OA.
The normal function of articular cartilage relies on the struc-
tural integrity and biochemical composition of the ECM.
Aggrecan and type II collagen, the two major structural matrix
macromolecules, are critical components of ECM which deter-
mine the mechanical properties of the tissue. Given that both
content and organisation of these components appear to be
related to local functional requirements, the balance between
aggrecan and type II collagen could be a critical parameter for
matrix integrity. Therefore, articular cartilage areas with differ-
ent loading demands require different structural protein con-
centrations. We propose that successful cartilage function
depends on how joint loads influence proteinase expression,
which could modify the balance between aggrecan and type II
collagen.
Figure 4
Analysis of aggrecan and type II collagen in OF and OA cartilage Analysis of aggrecan and type II collagen in OF and OA cartilage. Ratio 
of aggrecan to type II collagen in the cartilage matrix of OA and OF 
femoral heads and comparison between areas (SP and IP). Aggrecan 
and type II collagen were quantified using ELISA after cartilage prote-
oglycan extraction. Aggrecan was assessed from supernatant soluble 
fraction, and collagen was assessed from pellet fraction of the same 
tube. The horizontal bar indicates the median, the box is the interquar-
tile range, and the vertical lines indicate the atypical values. *Significant 
differences between OA and OF heads were found (p < 0.05) using 
the Mann-Whitney U test. These differences were found for both poles. 
No significant differences between weight-bearing areas were found, 
but a trend was found between poles for OF hips (p = 0.057) using the 
Wilcoxon signed rank test. ELISA, enzyme-linked immunosorbent 
assay; IP, inferior pole; n, number of femoral heads used in the experi-
ment for each cartilage condition (osteoarthritis or osteoporotic frac-
ture); OA, osteoarthritis; OF, osteoporotic fracture; SP, superior pole.
Figure 5
Quantification of apoptosis in OF and OA cartilage Quantification of apoptosis in OF and OA cartilage. Quantification of 
apoptosis. Percentage of apoptotic cells measured by flow cytometry 
of OA (n = 6) or OF (n = 3) femoral heads and comparison between 
areas (SP and IP). No differences were found between areas for either 
set of cartilage conditions. *Significant differences (p < 0.05) were 
found between OA and OF cartilage. IP, inferior pole; OA, osteoarthri-
tis; OF, osteoporotic fracture; SP, superior pole.Arthritis Research & Therapy    Vol 8 No 5    Monfort et al.
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Different protein compositions were observed as a function of
loading demand (Figure 4). The weigh-bearing zones had a
higher ratio of aggrecan/type II collagen than did no-loading
areas. These results indicated that articular cartilage can
change the composition of its organic matrix in response to
increased mechanical demands. Others studies agree with
these results, showing that higher loads increase the concen-
tration of PGs in articular cartilage [22,34,45]. Elevated
amounts of PGs can be expected to amplify tissue elasticity
through osmotic effects. Load could increase the concentra-
tion of PGs in articular cartilage as a result of increased
synthesis and/or reduced degradation. Comparison of the hip
poles for gene expression levels revealed lower expression lev-
els of MMP-3 in the SP but no difference in aggrecan gene
expression (Figures 1 and 2). If it were the case that gene
expression corresponded to real protein synthesis, our results
would indicate that differences in aggrecan levels between
poles could be a consequence of decreased degradation.
However, we cannot discard other post-transcriptional proc-
esses in the regulation of protein content.
Load also affects the content of type II collagen. The gene
expression results did not show significant differences
between poles, but an evident trend was noticed when medi-
ans and means were compared (Figure 1d). We hypothesise
that the high degree of variability among individuals made it dif-
ficult to find significant differences in collagen synthesis. Sev-
eral in vitro studies have shown that mechanical compression
enhances the expression of type II collagen [19,22]. However,
our results demonstrated that the concentration of type II col-
lagen is regulated by a combination of increased gene expres-
sion and reduced degradation by MMP-1 (Figures 1d and 2a).
We interpret that the cartilage attempts to repair the effect of
the pressure and shear over areas submitted to higher loads.
Therefore, pressure could be viewed as a stimulus for ECM
protection and maintenance.
OA cartilage often exhibits a decompensate synthesis of the
components. OA begins through depletion of PGs and fibrilla-
tion of the superficial collagen network at the cartilage surface
[45,46]. The breakdown of type II collagen follows the degra-
dation of PGs and is severe at late stages of OA [12,13]. A
decrease in the concentration of superficial PG, as well as
separation and disorganisation of the superficial collagen
fibrils, occurred before deterioration of the cartilage [45]. Our
results demonstrated an altered ratio of PG to type II collagen
with a drastic depletion of aggrecan in both hip poles. OA car-
tilage showed lower levels of aggrecan with respect to
collagen because the variation in PG content was the first
detectable abnormality in the pathogenesis. Accordingly, we
detected PG depletion before loss of type II collagen. Alterna-
tively, PG loss may occur prior to loss of collagen, which has
been shown to be retained in the fibril after denaturation and
cleavage and is therefore not released [12]. However, we can-
not know whether the imbalance of PG and type II collagen is
a consequence or cause of OA.
Cell death by injurious mechanical load has been observed in
both in vivo and in vitro studies, although some of these stud-
ies have reported that apoptosis did not appear to be the
cause [2,47]. However, injurious mechanical loading has also
been observed to significantly increase the number of apop-
totic cells [48,49]. A proportionately similar reduction in the
cellularity of the SP and IP in normal femoral heads with age
has likewise been described [50]. This reduction seems to be
independent of local ambient factors such as biomechanical
load. However, no study has been performed to assess the
daily loading effect on chondrocyte viability in healthy and OA
human cartilage in vivo. Therefore, our intention was to eluci-
date whether the different load-bearing areas had different
Figure 6
Mitochondrial depolarisation in OF and OA chondrocytes Mitochondrial depolarisation in OF and OA chondrocytes. Percentage 
depolarisation of OA or OF femoral heads and comparison between 
areas (SP and IP). (a, b) OF cartilage. (a) and (b) show results of 
chondrocytes from SP and IP zones, respectively. (c, d) OA cartilage. 
(c) and (d) show results of chondrocytes from SP and IP zones, 
respectively. (e) Quantification of mitochondrial depolarization. No dif-
ferences were found between areas for either set of cartilage condi-
tions. *Significant differences were found between OA and OF 
cartilage. IP, inferior pole; OA, osteoarthritis; OF, osteoporotic fracture; 
SP, superior pole.Available online http://arthritis-research.com/content/8/5/R149
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degrees of cellular apoptosis in vivo. The study was performed
using three complementary approaches, including the nucleus
and mitochondria processes: detection of low-molecular
weight DNA, determination of mitochondrial membrane poten-
tial, and quantification of the synthesis of bcl-2, an inner mito-
chondrial membrane protein that blocks programmed cell
death.
In human adult normal articular cartilage, cell loss increases
with age [50,51] and is greater in OA human cartilage than in
normal cartilage [51,52]. Several groups of investigators have
shown a relationship between apoptosis and the development
of OA cartilage [15,16,18,49,53], reporting that the percent-
age of apoptotic cells is greater in OA than in normal cartilage
and that the percentages in OA cartilage vary with the method
used, ranging from an average of 51% [15] to 1.4% [18]. The
results obtained in our study corroborate those previously
reported in fleshly isolated chondrocytes. The percentage of
apoptotic cells in OA and normal cartilage was approximately
44% and 10%, respectively. A hypothesis to explain the high
percentage of chondrocyte apoptosis in both normal and OA
cells is that the enzymatic digestion process induces or accel-
erates apoptosis in chondrocytes. It has been reported that
collagenase is a pro-apoptotic factor [54,55]. Interestingly, we
have not observed differences in the percentages of apoptotic
cells between maximum- and minimum-weight-bearing regions
in OA or in normal hips, suggesting that load does not influ-
ence chondrocyte apoptosis. Curiously, in OA cartilage, the
percentage of apoptosis in SP was numerically (but not signif-
icantly) higher than in IP. Furthermore, mitochondrial depolari-
sation showed that OA cartilage has higher levels at both
poles than normal cartilage, as was reported [56]. However,
Bcl-2 levels were higher in OA cartilage than normal cartilage,
confirming the result reported. Finally, we did not find differ-
ences in any parameter analysed between both poles in nor-
mal cartilage, suggesting that normal loads are not involved in
cell-programmed death.
Conclusion
These data suggest that the synthesis of MMPs plays a key
role in the response of human femoral head articular cartilage
to mechanical loading. The results show that major load
reduced the mRNA and protein levels of MMP-1 and MMP-3.
However, a similar role for MMPs was not observed for OA
Figure 7
Analysis of bcl-2 in OA and OF chondrocytes Analysis of bcl-2 in OA and OF chondrocytes. Western blot of bcl-2 in OA or normal (OF) chondrocytes and comparison between areas (SP and 
IP). (a) Aliquots of total cell lysates were subjected to SDS-PAGE; immunoblotting was performed using anti-blc-2 antibody as described in Materi-
als and methods. Molecular size markers are shown on the left (26 kDa = bcl2; 52 kDa = Tubulin). Data are representative of four separate experi-
ments. (b) Percentage of basal protein expressed as arbitrary densitometric units. Levels of bcl-2 protein were significantly higher in OA cartilage 
than in normal cartilage. IP, inferior pole; OA, osteoarthritis; OF, osteoporotic fracture; SP, superior pole.Arthritis Research & Therapy    Vol 8 No 5    Monfort et al.
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cartilage. Furthermore, the diverse ratios of aggrecan to type II
collagen found in the matrix cartilage areas according to load-
bearing capacity suggest that the balance between the major
structural proteins seems to be crucial to the integrity and
function of the tissue. This balance is lost in OA cartilage at
both hip poles, and this loss may cause the tissue destabilisa-
tion that characterises the pathogenesis of the disease. Our
results have not shown a direct relationship between the per-
centage of apoptotic chondrocytes and the areas of maximal
and minimal load of the coxofemoral joint.
Competing interests
The authors declare that they have no competing interests.
Authors' contributions
JM was involved in the conception and design of the study,
helped to draft the manuscript, and gave final approval of the
version to be published. PB was involved in drafting the man-
uscript and revised it critically for important intellectual con-
tent. NGG carried out the experimental procedures of the
cartilage matrix part, performed the statistical analysis, and
helped to draft the manuscript. JCM conducted the hip
replacement, collected the samples, and checked clinical his-
tories for the inclusion and exclusion criteria. MJLA carried out
the Western blot experiments. AB carried out the studies cen-
tred in mitochondrial despolarisation and quantification of
apoptosis by cytometry. FJB conceived of the study, partici-
pated in its design and coordination, and helped to draft the
manuscript. All authors read and approved the final
manuscript.
Acknowledgements
The authors thank the Serveis Científico-Tècnics, Universitat Pompeu-
Fabra, for quantitative PCR and G. Y. Qushair for revising the English. 
This study was supported by grants from the Instituto de Salud Carlos 
III (FIS 01/0054-01 and FIS 01/0054-02) and Xunta de Galicia 
(PGIDIT02PXIC91604PN and PGIDIT03BTF91601PR). AB is the 
recipient of a grant from the "Fundación Españolade Reumatologia." 
MJLA was supported by Ministerio de Ciencia y Tecnologia, Programa 
Ramon y Cajal.
References
1. Aigner T, Hemmel M, Neureiter D, Gebhard PM, Zeiler G, Kirchner
T, McKenna L: Apoptotic cell death is not a widespread phe-
nomenon in normal aging and osteoarthritic human articular
knee cartilage.  Arthritis Rheum 2001, 44:1304-1312.
2. Bendele AM, White SL: Early histopathologic and ultrastruc-
tural alterations in femorotibial joints of partial medial menis-
cectomized guinea pigs.  Vet Pathol 1987, 24:436-443.
3. Horton WE Jr, Feng L, Adams C: Chondrocyte apoptosis in
development, aging and disease.  Matrix Biol 1998,
17:107-115.
4. Welgus HG: Stromelysin: structure and function.  Agents
Actions Suppl 1991, 35:61-67. Review
5. Nagase H, Ogata Y, Suzuki K, Enghild JJ, Salvesen G: Substrate
specificities and activation mechanisms of matrix
metalloproteinases.  Biochem Soc Trans 1991, 19:715-718.
Review
6. Lohmander LS, Roos H, Dahlberg L, Hoerrner LA, Lark MW: Tem-
poral patterns of stromelysin-1, tissue inhibitor, and proteogly-
can fragments in human knee joint fluid after injury to the
cruciate ligament or meniscus.  J Orthop Res 1994, 12:21-28.
7. Shlopov BV, Lie WR, Mainardi CL, Cole AA, Chubinskaya S, Hasty
KA:  Osteoarthritic lesions: involvement of three different
collagenases.  Arthritis Rheum 1997, 40:2065-2074.
8. Stanton H, Rogerson FM, East CJ, Golub SB, Lawlor KE, Meeker
CT, Little CB, Last K, Farmer PJ, Campbell IK, et al.: ADAMTS5 is
the major aggrecanase in mouse cartilage in vivo and in vitro.
Nature 2005, 434:648-652.
9. Woessner JF Jr, Gunja-Smith Z: Role of metalloproteinases in
human osteoarthritis.  J Rheumatol Suppl 1991, 27:99-101.
10. Billinghurst RC, Dahlberg L, Ionescu M, Reiner A, Bourne R,
Rorabeck C, Mitchell P, Hambor J, Diekmann O, Tschesche H, et
al.: Enhanced cleavage of type II collagen by collagenases in
osteoarthritic articular cartilage.  J Clin Invest 1997,
99:1534-1545.
11. Glasson SS, Askew R, Sheppard B, Carito B, Blanchet T, Ma HL,
Flannery CR, Peluso D, Kanki K, Yang Z, et al.: Deletion of active
ADAMTS5 prevents cartilage degradation in a murine model of
osteoarthritis.  Nature 2005, 434:644-648.
12. Hollander AP, Heathfield TF, Webber C, Iwata Y, Bourne R,
Rorabeck C, Poole AR: Increased damage to type II collagen in
osteoarthritic articular cartilage detected by a new
immunoassay.  J Clin Invest 1994, 93:1722-1732.
13. Lin PM, Chen CT, Torzilli PA: Increased stromelysin-1 (MMP-3),
proteoglycan degradation (3B3- and 7D4) and collagen dam-
age in cyclically load-injured articular cartilage.  Osteoarthritis
Cartilage 2004, 12:485-496.
14. Kerr JF, Wyllie AH, Currie AR: Apoptosis: a basic biological phe-
nomenon with wide-ranging implications in tissue kinetics.  Br
J Cancer 1972, 26:239-257.
15. Blanco FJ, Guitian R, Vázquez-Martul E, de Toro FJ, Galdo F: Oste-
oarthritis chondrocytes die by apoptosis. A possible pathway
for osteoarthritis pathology.  Arthritis Rheum 1998, 41:284-289.
16. Kouri JB, Aguilera JM, Reyes J, Lozoya KA, Gonzalez S: Apoptotic
chondrocytes from osteoarthritic human articular cartilage
and abnormal calcification of subchondral bone.  J Rheumatol
2000, 27:1005-1019.
17. Lotz M, Hashimoto S, Kühn K: Mechanisms of chondrocyte
apoptosis.  Osteoarthritis Cartilage 1999, 7:389-391.
18. Kim HA, Lee YJ, Seong SC, Choe KW, Song YW: Apoptotic
chondrocyte death in human osteoarthritis.  J Rheumatol 2000,
27:455-462.
19. Angele P, Schumann D, Angele M, Kinner B, Englert C, Hente R,
Fuchtmeier B, Nerlich M, Neumann C, Kujat R: Cyclic, mechanical
compression enhances chondrogenesis of mesenchymal pro-
genitor cells in tissue engineering scaffolds.  Biorheology
2004, 41:335-346.
20. Burton-Wurster N, Vernier-Singer M, Farquhar T, Lust G: Effect of
compressive loading and unloading on the synthesis of total
protein, proteoglycan, and fibronectin by canine cartilage
explants.  J Orthop Res 1993, 11:717-729.
21. Sauerland K, Raiss RX, Steinmeyer J: Proteoglycan metabolism
and viability of articular cartilage explants as modulated by the
frequency of intermittent loading.  Osteoarthritis Cartilage 2003,
11:343-350.
22. Smith RL, Carter DR, Schurman DJ: Pressure and shear differ-
entially alter human articular chondrocyte metabolism: a
review.  Clin Orthop Relat Res 2004:S89-S95.
23. Torzilli PA, Grigiene R, Huang C, Friedman SM, Doty SB, Boskey
AL, Lust G: Characterization of cartilage metabolic response to
static and dynamic stress using a mechanical explant test
system.  J Biomech 1997, 30:1-9.
24. Wei L, Hjerpe A, Brismar BH, Svensson O: Effect of load on artic-
ular cartilage matrix and the development of guinea-pig
osteoarthritis.  Osteoarthritis Cartilage 2001, 9:447-453.
25. Bush PG, Hodkinson PD, Hamilton GL, Hall AC: Viability and vol-
ume of in situ bovine articular chondrocytes-changes follow-
ing a single impact and effects of medium osmolarity.
Osteoarthritis Cartilage 2005, 13:54-65.
26. Islam N, Haqqi TM, Jepsen KJ, Kraay M, Welter JF, Goldberg VM,
Malemud CJ: Hydrostatic pressure induces apoptosis in
human chondrocytes from osteoarthritic cartilage through up-
regulation of tumor necrosis factor-alpha, inducible nitric
oxide synthase, p53, c-myc, and bax-alpha, and suppression of
bcl-2.  J Cell Biochem 2002, 87:266-278.
27. Lane Smith R, Trindade MC, Ikenoue T, Mohtai M, Das P, Carter
DR, Goodman SB, Schurman DJ: Effects of shear stress onAvailable online http://arthritis-research.com/content/8/5/R149
Page 11 of 11
(page number not for citation purposes)
articular chondrocyte metabolism.  Biorheology 2000,
37:95-107. Review
28. Sauerland K, Plaas AH, Raiss RX, Steinmeyer J: The sulfation pat-
tern of chondroitin sulfate from articular cartilage explants in
response to mechanical loading.  Biochim Biophys Acta 2003,
1638:241-248.
29. Westacott CI, Urban JP, Goldring MB, Elson CJ: The effects of
pressure on chondrocyte tumour necrosis factor receptor
expression.  Biorheology 2002, 39:125-132.
30. Behrens F, Kraft EL, Oegema TR Jr: Biochemical changes in
articular cartilage after joint immobilization by casting or
external fixation.  J Orthop Res 1989, 7:335-343. Erratum in: J
Orthop Res 1990, 8:627
31. Borrelli J Jr, Tinsley K, Ricci WM, Burns M, Karl IE, Hotchkiss R:
Induction of chondrocytes apoptosis following impact load.  J
Orthop Trauma 2003, 17:635-641.
32. Brama PA, Tekoppele JM, Bank RA, Barneveld A, van Weeren PR:
Functional adaptation of equine articular cartilage: the forma-
tion of regional biochemical characteristics up to age one year.
Equine Vet J 2000, 32:217-221.
33. King KB, Opel CF, Rempel DM: Cyclical articular joint loading
leads to cartilage thinning and osteopontin production in a
novel in vivo rabbit model of repetitive finger flexion.  Osteoar-
thritis Cartilage 2005, 13:971-978.
34. Wei L, Svensson O, Hjerpe A: Proteoglycan turnover during
development of spontaneous osteoarthrosis in guinea pigs.
Osteoarthritis Cartilage 1998, 6:410-416. Erratum in: Osteoarthri-
tis Cartilage 1999, 7:154. 
35. Murray RC, Birch HL, Lakhani K, Goodship AE: Biochemical
composition of equine carpal articular cartilage is influenced
by short-term exercise in a site-specific manner.  Osteoarthritis
Cartilage 2001, 9:625-632.
36. Bjelle AO: Content and composition of glycosaminoglycans in
human knee joint cartilage. Variation with site and age in
adults.  Conn Tissue Res 1975, 3:141-147.
37. Altman R, Alarcon G, Appelrouth D, Bloch D, Borenstein D, Brandt
K, Brown C, Cooke TD, Daniel W, Feldman D, et al.: The Ameri-
can College of Rheumatology criteria for the classification and
reporting of osteoarthritis of the hip.  Arthritis Rheum 1991,
34:505-514.
38. Li B, Aspden RM: Composition and mechanical properties of
cancellous bone from the femoral head of patients with oste-
oporosis or osteoarthritis.  J Bone Miner Res 1997,
12:641-651.
39. Kang SC, Li R, Wang C, Pan T, Liu T, Rubenstein R, Barnard G,
Wong BS, Sy MS: Guanidine hydrochloride extraction and
detection of prion proteins in mouse and hamster prion dis-
eases by ELISA.  J Pathol 2003, 199:534-541.
40. Bradford M: A rapid and sensitive method for the quantitation
of microgram quantities of protein utilizing the principle of
protein-dye binding.  Anal Biochem 1976, 72:248-254.
41. Feng Y, Yang JH, Huang H, Kennedy SP, Turi TG, Thompson JF,
Libby P, Lee RT: Transcriptional profile of mechanically
induced genes in human vascular smooth muscle cells.  Circ
Res 1999, 85:1118-1123.
42. Sun HB, Yokota H: Reduction of cytokine-induced expression
and activity of MMP-1 and MMP-13 by mechanical strain in
MH7A rheumatoid synovial cells.  Matrix Biol 2002, 21:263-270.
43. Trindade MC, Shida J, Ikenoue T, Lee MS, Lin EY, Yaszay B, Yerby
S, Goodman SB, Schurman DJ, Smith RL: Intermittent hydro-
static pressure inhibits matrix metalloproteinase and pro-
inflammatory mediator release from human osteoarthritic
chondrocytes in vitro.  Osteoarthritis Cartilage 2004,
12:729-735.
44. Wang L, Almqvist KF, Veys EM, Verbruggen G: Control of extra-
cellular matrix homeostasis of normal cartilage by a TGFbeta
autocrine pathway. Validation of flow cytometry as a tool to
study chondrocytes metabolism in vitro.  Osteoarthritis
Cartilage 2002, 10:188-198.
45. Arokoski JP, Jurvelin JS, Vaatainen U, Helminen HJ: Normal and
pathological adaptations of articular cartilage to joint loading.
Scand J Med Sci Sports 2000, 10:186-198. Review 
46. Carney SL, Muir H: The structure and function of cartilage
proteoglycans.  Physiol Rev 1988, 68:858-910. Review
47. Lucchinetti E, Adams CS, Horton WE Jr, Torzilli PA: Cartilage via-
bility after repetitive loading: a preliminary report.  Osteoarthri-
tis Cartilage 2002, 10:71-81.
48. D'Lima DD, Hashimoto S, Chen PC, Colwell CW Jr, Lotz MK:
Impact of mechanical trauma on matrix and cells.  Clin Orthop
2001, 391:S90-S99.
49. Hashimoto S, Takahashi K, Amiel D, Coutts RD, Lotz M: Chondro-
cyte apoptosis and nitric oxide production during experimen-
tally induced osteoarthritis.  Arthritis Rheum 1998,
41:1266-1274.
50. Vignon E, Arlot M, Patricot LM, Vignon G: The cell density of
human femoral head cartilage.  Clin Orthop 1976,
121:303-308.
51. Mitrovic D, Quintero M, Stankovic A, Ryckerwaert A: Cell density
of adult human femoral condylar articular cartilage. Joints with
normal and fibrillated surfaces.  Lab Invest 1983, 49:309-316.
52. Mankin HJ, Dorfman H, Lippiello L, Zarins A: Biochemical and
metabolic abnormalities in articular cartilage from osteoar-
thritic human hips. II. Correlation of morphology and metabolic
data.  J Bone Joint Surg Am 1971, 53:523-537.
53. Héraud F, Héraud A, Harmand MF: Apoptosis in normal and
osteoarthritic human articular cartilage.  Ann Rheum Dis 2000,
59:959-965.
54. Kim HA, Suh DI, Song YW: Relationship between chondrocyte
apoptosis and matrix depletion in human articular cartilage.  J
Rheumatol 2001, 28:2038-2045.
55. Lo MY, Kim HT: Chondrocyte apoptosis induced by collagen
degradation: inhibition by caspase inhibitors and IGF-1.  J
Orthop Res 2004, 22:140-144.
56. Maneiro E, Martín MA, De Andrés MC, López-Armada MJ, Fernan-
dez-Sueiro JL, Del Hoyo P, Galdo F, Arenas J, Blanco FJ: Mito-
chondrial respiratory activity is altered in osteoarthritic human
articular chondrocytes.  Arthritis Rheum 2003, 48:700-708.